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Morphological and RAPD Analyses of Different Myuroclada 


maximowiczii (Brachytheciaceae) Populations 


LIU Li, ZHU Yong-Qing, WANG You-Fang – 
( School of Life Science, East China Normal University, Shanghai 200062, China) 


Abstract: The shapes of leaves, sizes of median laminal cells and forms of plants were compared among eight Муигос/ада 
maximowiczii populations from Heilongjiang, Shaanxi, Zhejiang province and Inner Mongolia . The genetic diversity of dif- 
ferent M. maximowiczii populations were also studied, using random amplified polymorphic DNA (RAPD) . 104 RAPD 
bands from 13 primers were analyzed, of which 84.62% were polymorphic . The Dice genetic distances among eight M. ma- 
ximowiczii populations varied from 0.37 to 0.66 . POPGENE analysis showed that the Nei’ s gene diversity was 0.3326, and 
Shannon’ s Information index was 0.4877, and Gsr was 0.3303 . According to morphological observations, the shapes of 
leaves and plants are very stable in populations , which indicate the species characters; but the sizes of median laminal cells 
and leaf tips are different, suggesting that they are deperdent on environment and could be the subspecies characters . The 
results show that there are obvious diversity among different M. maximowiczii populations, in light of both genetic and mor- 
phological characters . The results indicates that M. maximowiczii can adapt to various environment . 


Key words: Myuroclada maximowiczii, Genetic diversity; RAPD; Morphological characters 
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Table 1 Тһе collecting information of different 


Myuroclada maximovviczii populations 
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Popul- Collecting Habit Altitude Collecting 
ation location No. 
qa 1860 44 
qb 2100 609 - 2 
qc 2000 349 
qd 1500 1484 
nmg 1250 491 
hei 200 276 
lao 400 309 
tian 350 15 
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Table 2 The comparation of morphological characters of different Myuroclada maximowiczii populations (data are showed as Mean S . D .) 




















































































































































































































Characters 
Population s. udian Tamina cen fenet din) Medien laminal cell width: (aii): - “Median laiminal’ cell length to width taio — Leaf Gp iini) 
nmg 27. 8843.43 7.65 + 1.12 3.70 0.65 28.14: 14.28 
hei 28. 20+ 3. 45 7.86 + 1.07 3.64 0.54 48.43 19.54 
lao 29. 29+ 3.67 7.5941.11 3.94+ 0.68 30.82+ 17.97 
tian 36.5345. 11 8.49 1.21 4.36+ 0.69 23.78: 8.85 
qa 30. 18+ 4. 90 7.354 1.21 4.19+ 0.84 61.11 18.38 
qb 28. 26+ 3. 62 7.96 + 1.16 3.614 0.63 49.42+ 17.05 
qe 30. 27+ 3.21 8.28 x 1.26 3.714 0.58 32.97: 12.76 
qd 37.27+ 4. 36 8.57+ 1.23 4.41+ 0.69 38.38+ 19.23 
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Fig . 1 Тһе dendrogram of populations according to 4 morphological 
data, using JMP5.1 software 
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( ) 
Fig .2 Тһе dendrogram of 8 Myuroclada maximowiczii populations, 
































using NJ method (numbers on the lines are tree lengths) 
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Table 3 Тһе sequences and the bands produced by the random primers 
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